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In response to the Notice of Raw sequence Listing Error Report (copy attached), Applicants 
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readable form with a copy of the Substitute Sequence Listing and a statement that the copy in 
computer readable form is the same as the substitute copy of the Sequence Listing. 
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RAW SEQUENCE LISTIN G 
ERROR REPORT 



The Biotechnology Systems Branch of the Scientific and Technical Inrormation 
Center (STIC) detected errors when processing (he following computer residjible 
rorni: 



Application Serial Number 
Source; 

©ate Processed byjSTIC: 

' i * 

' the ATTACHED PRINtOUT EXPLAIN?: DETECTED ERRORS. 
PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COI^PLY or, '.i,,^,. * 

2) TELEPHONING APPLICANT AND FAXjlNC A COPY OF THIS PRINTOUT, WITH A 
NOTICE TO COMPLY 

FOR CRF SUBMISSION AND PATENTI^' SOFTWARE QUESTIONS. PLEASE CONTACT 
MARK SPENCER, TELEPHONE: 7(I3-3(«4H2J FAX: 7(13-308^221 
Effealv,! ivn m: TELEPHONE: 571-272 -ZSin; PAX: 57I-273-H2Z1 

TO REDUCE EriRORED SEQUENCE LISTINGS,. PLEASE USE THE CHECKER 
VERSION 4.1 PROGRAM. ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEIE BELOW FOR ADDRESS: 

htfn:/Avw.u5p tfi.R ov/wcb/orrices/nac/checker/chk r41nole.htiTi 

I 

Applicanis siibmiUing gcnclic scqucrx:e infonnmion cleclroitically on diskeHc or CD-Rom should be axv:irc lhal (here is 

a possibilily thai ihc disk/CD-Roni aiav hnvc >ccn affccicd by ireatmcnl given lo'all incomme inaih 

Please consider using allcnunc meiliods of submission for Ihciisk/CD-Rom or replacement disk/CD-Roin. 

Any rCDlv incU.dinii n senucnce Hstint^ in clec.rori i c form should NOT be 5cm to the 2023 1 zip code addrcg for the 

Unilcd Slates Piiicnt nnd Tradcmnrk QfTice mid instend should b c - ^^ni vin the follo^vini; to <bc indicated address es: 

1. PFg^nin [<hffpt//wwwaisnto.gov/ebc/eTs/download5/ doeti^ . EFS Submission 

User Manual -CPA VE) . i^ca 

2. U.S. PoMrtI Scmcc: Conimissioncr for Pnlcn!ls. P.O. Bon 1450, Alexandra, VA 223 13-1450 

3. Hand Carry directly (o (EFFECTIVE 12/01/03): , t.. ^ 
U,S. Patent and Tmdcnwrk OrTice, Box Sequence. Custotncr Window; Lobby. Room 1 B03. Crystal Plaza Two, 
2011 Soum Clark Place, Arlington, VA 22 202 , 

4 Fcdcnil Exiiress, United Parcel Service, oc other delivery service to: U.S. Patent and Tradcniark OfRcc. 
Box Sequence, Ro6m.4e03-Mailroom, Cryeuil Plaza Two. 201 1 South Clark Pfece, Arlington. VA 22202 



Rc\Mscd 10/08/03 



BEST AVAILABLE COPY/ 



.07/06/04 TUE 10:17 FAX ©003 



Raw Sequence Listing Error Summary 



SERIAL i 



ERROR DETECreP SUCCESTCD COTir.ECTlON 

aTTN^NEW rules CASES; PLEASE DISREGAUD ENGLISH -ALiniA" HEADERS, WHICH WERE INSERTED OV VTO SOFTWARE 

» * 

I Wrapped Nudeics The nurflbWUx! at ihc end oFcach line •VrappCd^'jJc^V^n lo the next line*: ^"R 'may occuf if your OIc 

Wrapped Aminos was retrieved in i word processor after creating if-^W^asc adjust you; righi margin to .3; this will 

prevent *^vnipping.*' ' 

2 Invalid Line Length Ihc wlcs Ksquirc thiic a line not exceed 72 characlers in length. This includes white spaces. 

3^ Misaligned Amino Ttie numbering und sr each S*** amino acid ii misaiisned. Do not use tab codes between numbers; 

Numbering use Space ch^raetci-s/instcad 



Non-ASCII 



The'submined file vas not saved in A^I(DOS) text, as required by the Sequence Rules. Dca^e 



3U 

Variable Length 



^ensure your subseciuent subml^lon Is saved In ASCII text. 



^uence(s),,^ contain n*s or Xaa's representing more lhan one residue. Per Sequence Rules, 

each n or Xaa can inty represent a single residue. Please present ihc maximum number of each 
residue having variible length and indicate in ihe<220>-<i23> section that some may be missing. 

Patcntln 2,0 A "bug" in Patent In version .2.0 has caused, the <220>''<223> section to be missing from an>ino acid 

" "bug" sequcnces(s) . Normally* Paientin would automatically generate this section from the 

previously coded nucleic acid sequence. Please manually copy the relevant <220>-<22J> section lo 
the subsequent amir-o acid sequence. This applies to the mandatory <220>-<223> sections tor 
Artificial or Unkntiwn sequences. 

Skipped Sequences Scquencc(s) -nissing. If imemional, please insert the foilowir.g lines for each skipped sequence: 

"(OLD RULES) (2) INFORMATION FOR SEQ ID NO:X: (insert S£Q ID NO where "X" is shown) 

(i) SEQUENCE CHARACTERISTICS: (Do not insert any subheadings under this heading) 
(xi) SEQUENCE DESCRlPTiON:SEQ-ID NO:X: (insert SEQ ID NO where "X" is shown) 
This sequence is intmlionally skipped ^ * 

Please also adjust iVe *'(ii) NUMBER OF SEQUENCES;" response to include the skipped sequences. 

^Skipped Sequences Scqucncc(s) missing. If Intentional* please insert the following lines for each skipped sequence. 

"(NEW RULES) <2lO sequence id jumbcf 

<400> sequence id number 

000 

Uscofn'sorXaa'S Use of o 'sand/or Xaa's have been deteCifed in the Sequence Listing- , - 
"(NEW RULES) Per I.fi23 of Sequence Rules, use of <220>A223> is MANDATORY if n's or Xaa's arc present. 

In <220> to <223> section^ please explain location of n or Xaa, and which rc^uc n or Xaa reprcscng;, ; 



10 



Jnvalid <2I'3> 
Response 

Use of<220> 



Per 1.823 of Sequcricc Rules, the only valid <213> responses are: Unknown, Artificial Sequence, or 
scieniific namc(Oeius/specics). <22Q>-<223> section is required when <2l3> response is Unknown or 
is Artificial Sequcn':e 



Scqucncc(s) , 



missing the <220> *'Pc;iture" and associated numeric tdcniificrs and responses. 



12 



Use of <2Z0> to <223> Is MANDATORY if <2 1 3> "Organism*' responsr4s "Artificial Sequence"* or 
"Unknown," Plcasi: explain source of genetic material in <120> to <213> scctiun. 
(Sec "Federal Regkter.*' OtW)l/199«, Vol 03, No. J04, pp, 29G3Jjt2) (Sec. 1.823 of Sequence Rules) 

Please do not use "Copy to Disk" function of Paientin version 2.0. Tl^is causes a corrupt ed file. 
resulting in missing mandatory numeric identifiers and responses (as indicaicd on raw sequence 
listing). Instead, pi sase use "File Manager** or any other manual means to copy file to floppy disk. 

1 3 " Misuse of n/Xaa '*n*' can only rcprcs:ni a single nucleotide : "Xaa'* can Only represent a single amino acid 

. AMC - B iolechnology Systems Branch - 09/09/2003 
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Patcntln 2.0 
'bug" 



BEST AVAILABLE COPY 



07/06/04 TUE 10:16 FAX 
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BNff SEQUENCE LISTOTG 

PATENT APPLICAT10:J; US/09/550,163B 



DATE: 12/29/2003 
TIME: 18:29:45 



Input Set : A:\095S0l63b.txt 
Output Set: N:\CRF4\12292003\I550163B, raw 

3 <110> APPLICANT: Oniversity of Utah Research Foundation 

4 Yale University 

5 Abbott, Geoffrey W 

6 Sesti/ Federico 

7 Splawski, Igor 
6 Keating, Mark T 
9 Goldstein, Steve A.N, 

11 <120> TITLE OF INVENTION: MinK-Related Genes, Formation of Potassium Channels and 

12 Association with Cardiac Arrythmia 
14 <130> FILE REFERENCE: 2323-150. a 

16 <140> CURRENT APPLICATION NUMBER: 09/550, 163B 

17 <141> CURRENT FILING DATE; 2000-04-14 

19 <150> PRIOR APPLICATION NUMBER: 0$ 60/129,404 

20 <151> PRIOR FILING DATE: 1999-04-15 

22 <160> NUMBER OF SEQ ID NOS ; 22 

23 <170> SOFTWARE: PatentIn version 3.1/2.0 



4t' 



ERRDRED SEQUEKCES 

774 <:210:> SEQ ID NO: 21 

775 <211> LENGTH: 130 

776 <212> TYPE: PRT 

777 <213> ORGANISM: ijatt us norvgecicus 



781 


Met 


Ala 


Leu 


Ser 


Ser Thr Thr 


Val 


Leu 


Pro Phe 


Leu Ala Ser Leu 


782 


1 








5 




10 




15 


785 


Trp 


Gin 


Glu 


Thr 


A3p Glu Pro Gly 


Gly 


Asn 


Met Ser 


TVla Asp Leu Ala 


786 








20 




25 






30 


789 


Arg 


Arg 


Ser 


Gin 


Leu Arg Asp Asp 


Ser 


Lys 


Leu Glu 


Ala Leu Tyr lie 


790 






35 




40 








45 


793 


Leu 


Met 


Val 


Leu 


Gly Phe Phe Gly 


Phe 


Phe 


Thr Leu 


Gly lie Met Leu 


794 




50 






55 






60 


797 


Ser 


Tyr 


lie 


Arg 


Ser Lys Lys Leu 


Glu 


His 


Ser His 


Asp Pro Phe Asn 


798 


65 








70 






75 


80 


801 


Val 


Tyr 


lie 


Glu 


Ser Asp Ala Trp 


Gin 


Glu 


Lys Gly 


Lys Ala Leu Phe 


802 










85 




90 




95 


B05 


Gin 


Ala 


Arg 


Val 


Leu Glu Ser Phe 


Arg 


Ala 


Cys Tyr 


Val lie Glu Asn 


806 








100 




105 






110 


809 


Gin 


Ala 


Ala 


Val 


Glu Gin Pro Ala 


Thr 


His 


Leu Pro 


Glu Leu Lys Pro 


SIO 






lis 




120 








125 


813 


Leu 


Ser 
















814 




130- 

















file://C:\CRF4\Ou1hold\VsrI550163B.htm 
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RAW SEQUENCE LISr;:NG DATE: 12/29/2003 

PATENT APPLICATIOH: US/09/550 , 163B TIME: 18:29:45 

Input Set : A:\09l550l63b.txt 

Output Set: Nj \CR3?4\l22S2003\lSS0i63B. raw 



817 


<2J0> SEQ ID 


1 NO: 


22 














818 


<211> LENGTH 


;: 129 














819 


<212> TYPE: 


PRT 
















820 


<213> ORGANISM: 


homo sapiens 










E— > 623 


<400> SEQUENCE:^ 












• 


825 


Met He Leu 


Ser 


Asn 


Thr 


Thr AlLa Val 


Thr 


Pro Phe 


Leu 


Thr Lys Leu 


626 


1 




5 






10 * 






IS 


829 


Trp Gin Glu 


Thr 


Val 


Gin 


Gin Gly Gly Asn 


Met Ser Gly 


Leu Ala Atg 


830 




20 






25 








30 


833 


Arg Ser Pro 


Arg 


Ser 


Gly 


Asp Gly Lys 


Leu 


Glu Ala 


Leu 


Tyr Val Leu 


834 


35 








40 






45 




837 


Met Val Leu 


Gly 


Phe 


Phe 


Gly Pi^e Phe Thr Leu Gly He 


Met Leu Ser 


838 


50 








55 




60 






841 


Tyr lie Arg 


Ser 


Lys 


Lys 


Leu Glu His 


Ser 


Asn Asp 


Pro 


Phe A3n Val 


842 


65 






70 






75 




80 


8'45 


Tyr He Glu 


Ser 


Asp 


Aid 


Trp Gin Glu 


Lys Asp Lys 


Ala 


Tyr Val Gin 


846 






85 






90 






95 


849 


Ala Arg Val 


Leu 


Glu 


Ser 


Tyr Arg Ser 


Cys 


Tyr Val 


Val 


Glu Asn His 


850 




100 






105 








110 


853 


Leu Ala He 


Glu 


Gin 


Pro 


Asn T:ir His 


Leu 


Pro Glu 


Thr 


Lys Pro Ser 


854 


115 








1.20 






125 




857 


Pro 
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igjooe 



1 



<210> 19 
<211> 10 
<212> PRT* , 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence; HA residues for 
epitope mapping 



<220> 

<221> PEPTIDE 
<222> ilO) 



<223>(Xaa represents encoded stop codon. 



<400> 19 

Tyr Pro .Tyr Asp Val Pro Asp Tyr Ala(Xaay 
X 5 * 




2o 



.07/06/-04 TUE 10:19 FAX 



©007 



VERIFICATIOM SUMMARY DATE: 12/29/2003 

PATENT APPLlCAt 10 >«: US/0&/S50, 163B TIME; 18:29:46 

Input Set : A.: \Q9 550163b. tscH 

Output Set: N: \CRF4\12292003\I550163B,raw 

L:751 M:34X W: (46) "n" or "Xaa" used, for SEQ ID«;19 after pos,:0 

L:769 M;341 W; (46) "n" or "Xaa'-'used, for SEQ ID#:20 after pos.:0 

L:779 M:212 E; (34) Invalid or duplicabe Sequence ID Number, SEQUENCE ID N0S:21 differs:3 

L:823 M:212 E: (34) Invalid or duplicate Sequence ID Number, SEQUENCE ID NOS:22 differs:4 
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BEST AVAILABLE COPY 
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